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<170> Patentln version 3.1 

<210> 1 

<211> 34 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n = inosine 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 

<222> (26).. (26) 

<223> n = inosine 



<220> 

<221> misc_feature 

<222> (29) . . (29) 

<223> n = inosine 

<400> 1 

ccggaattcg gntggmgnva tggrtnrtnt aycc 34 



<210> 2 
<211> 33 
<212> DNA 



<213> 



Artificial sequence 



<220> 

<223> PCR primer 
<220> 

<221> misc_f eature 

<222> (13).. (13) 

<223> n - inosine 

<220> 

<221> misc_f eature 

<222> (19) . . (19) 

<223> n- - inosine 

<220> 

<22l> misc_feature 

<222> (22) . . (22) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 

<222> (25).. (25) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (28) . . (28) 

<223> n = inosine 

<400> 2 

ccggaattcr canscrcanc ynwcnacnry cat 

<210> 3 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13).. (13) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (19).. (19) 

<223> n = inosine 

<220> 

<221> misc_feature . 

<222> (22) . . (22) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 

<222> (25).. (25) 

<223> n = inosine 



<220> 

<221> misc_feature 

<222> (28) . . (28) 

<223> n = inosine 

<400> 3 

ccggaattcr canscrcant snygnacnry cat 



<210> 4' 

<211> 33 

<212> DMA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13).. (13) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (19).. (19) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (22) . . (22) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 

<222> (25).. (25) 

<223> n = inosine 

<220> 

<221> mi sc_f eature 

<222> (28).. (28) 

<223> n = inosine 

<400> 4 

ccggaattcr canscrcant snwcnacnry cat 

<210> 5 

<211> 33 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13) . . (13) 

<223> n = inosine 

<220> 



<221> misc_f eature 

<222> (19) ..(19) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (.22).. (22) 

<223> n is any nucleotide 

<220> 

<221> misc_f eature 

<222> (25) . . (25) 

<223> n = inosine 

<220> 

<22l> misc_feature 

<222> (28).. (28) 

<223> n - inosine 

<400> 5 

ccggaattcr canscrcant snbtnacnry cat 



<210> 6 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13) . . (13) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (19) . . (19) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (22).. (22) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 

<222> (25) . . (25) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (28).. (28) 

<223> n - inosine 

<400> 6 

ccggaattcr canscrcang mnygnacnry cat 



<210> 7 



5 



<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13).. (13) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (19) . . (19) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (22) . . (22) 

<223> n is any nucleotide 

<220> 

<221> rnisc_f eature 

<222> (25).. (25) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (28).. (28) 

<223> n - inosine 

<400> 7 

ccggaattcr canscrcang mnwcnacnry cat 



<210> 8 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13) . . (13) 

<223> n - inosine 

<220> 

<221> misc_feature 

<222> (19) . . (19) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (22) . . (22) 

<223> n is any nucleotide 

<220> 

<221> misc feature 



33 



> 



<222> (25).. (25) 

<223> n « inosine 

<220> 

<221> misc_f eature 

<222> (28).. (28) 

<223> n = inosine 

<400> 8 

ccggaattcr canscrcanm gnygnacnry cat 



<210> 9 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13).. (13) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (19).. (19) 

<223> n = inosine 

<220> 

<221> misc__f eature 

<222> (22).. (22) 

<223> n is any nucleotide 

<220> 

<221> misc__f eature 

<222> (25) . . (25) 

<223> n - inosine 

<220> 

<221> niisc_f eature 

<222> (28).. (28) 

<223> n = inosine 

<400> 9 

ccggaattcr canscrcanm gnwcnacnry cat 



<210> 10 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 
<220> 

<221> misc_feature 

<222> (13).. (13) 

<223> n = inosine 



<220> 

<221> misc_feature 

<222> (19).. (19) 

<223> n = inosine 

<220> 

<221> rnisc_f eature 

<222> (22).. (22) 

<223> n is any nucleotide 

<220> ■ 

<221> misc_feature 

<222> (25) \ . (25) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (28).. (28) 

<223> n = inosine 



<400> 10 

ccggaattcr canscr'canm gnbtnacnry cat 



<210> 11 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(357) 

<223> 



<400> 11 

egg gec agg agg agg acc ccc acc 
Arg Ala Arg Arg Arg Thr Pro Thr 
1 5 

tgc agg cga gac cat tac gta gac 
Cys Arg Arg Asp His Tyr Val Asp 

20 



tgt gag cct gcg acc ccc tta tgt 

Cys Glu Pro Ala Thr Pro Leu Cys 
10 15 

ttc cag gaa ctg gga tgg egg gac 

Phe Gin Glu Leu Gly Trp Arg Asp 
25 30 



tgg ata ctg cag ccc gag ggg tac cag ctg aat tac . tgc agt ggg cag 
Trp He Leu Gin Pro Glu Gly Tyr Gin Leu Asn Tyr Cys Ser Gly Gin 
35 40 45 

tgc cct ccc cac ctg get ggc age cca ggc att get gec tct ttc cat 
Cys Pro Pro His Leu Ala Gly Ser Pro Gly He Ala Ala Ser Phe His 
50 55 60 

tct gec gtc ttc age etc etc aaa gec aac aat cct tgg cct gec agt 
Ser Ala Val Phe Ser Leu Leu Lys Ala Asn Asn Pro Trp Pro Ala Ser 
65 70 75 80 



acc tec tgt tgt gtc cct act gec cga agg ccc etc tct etc etc tac 
Thr Ser Cys Cys Val Pro Thr Ala Arg Arg Pro Leu Ser Leu Leu Tyr 

85 90 95 



ctg gat cat aat ggc aat gtg gtc aag acg gat gtg cca gat atg gtg 



8 



Leu Asp His Asn Gly Asn Val Val Lys Thr Asp Val Pro Asp Met Val * 

100 105 110 

gtg gag gcc tgt ggc tgc age tag 
Val Glu Ala Cys Gly Cys Ser 
115 



<210> 12 

# 

<211> 119 
<212> PRT 
<213> Homo sapiens 

<400> 12 

Arg Ala Arg Arg Arg Thr Pro Thr Cys Glu Pro Ala Thr Pro Leu Cys 
1 5 10 15 



Cys Arg Arg Asp His Tyr Val Asp Phe Gin Glu Leu Gly Trp Arg Asp 

20 25 30 



Trp lie Leu Gin Pro Glu Gly Tyr Gin Leu Asn Tyr Cys Ser Gly Gin 
35 40 45 



Cys Pro Pro His Leu Ala Gly Ser Pro Gly lie Ala Ala Ser Phe His 
50 55 60 



Ser Ala Val Phe Ser Leu Leu Lys Ala Asn Asn Pro Trp Pro Ala Ser 
65 70 75 80 



Thr Ser Cys Cys Val Pro Thr Ala Arg Arg Pro Leu Ser Leu Leu Tyr 

85 90 95 



Leu Asp His Asn Gly Asn Val Val Lys Thr Asp Val Pro Asp Met Val 

100 105 110 



Val Glu Ala Cys Gly Cys Ser 
115 



<210> 


13 




<211> 


2419 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(218) 


. . (1267) 


<223> 







<400> 13 

gagctgtgag ggtcaagcac agctatccat cagatgatct actttcagcc ttcctgagtc 
ccagacaata gaagacaggt ggctgtaccc ttggccaagg gtaggtgtgg cagtggtgtc 



9 



tgctgtcact gtgccctcat tggcccccag caatcagact caacagacgg agcaactgcc 180 

atccgaggct cctgaaccag ggccattcac caggagc atg egg etc cct gat gtc 235 

Met Arg Leu Pro Asp Val 
1 5 

cag etc tgg ctg gtg ctg ctg tgg gca ctg gtg cga gca cag ggg aca 283 
Gin Leu Trp Leu Val Leu Leu Trp Ala Leu Val Arg Ala Gin Gly Thr 

10 15 20 

ggg tct gtg tgt ccc tec tgt ggg ggc tec aaa ctg gca ccc caa gca 331 
Gly Ser Val Cys Pro Ser Cys Gly Gly Ser Lys Leu Ala Pro Gin Ala 
25 30 35 

gaa cga get ctg gtg ctg gag eta gee aag cag caa ate ctg gat ggg 379 
Glu Arg Ala Leu Val Leu Glu Leu Ala Lys Gin Gin lie Leu Asp Gly 
40 45 50 

ttg cac ctg ace agt cgt ccc aga ata act cat cct cca ccc cag gca 427 
Leu His Leu Thr Ser Arg Pro Arg lie Thr His Pro Pro Pro Gin Ala 
55 60 65 70 

gcg ctg acc aga gec etc egg aga eta cag cca ggg agt gtg get cca 475 
Ala Leu Thr Arg Ala Leu Arg Arg Leu Gin Pro Gly Ser Val Ala Pro 

75 80 85 

ggg aat ggg gag gag gtc ate age ttt get act gtc aca gac tec act 523 
Gly Asn Gly Glu Glu Val lie Ser Phe Ala Thr Val Thr Asp Ser Thr 

90 95 100 

tea gee tac age tec ctg etc act ttt cac c.tg tec act cct egg tec 571 
Ser Ala Tyr Ser Ser Leu Leu Thr Phe His Leu Ser Thr Pro Arg Ser 
105 110 115 

cac cac ctg tac cat gee cgc ctg tgg ctg cac gtg etc ccc acc ctt 619 
His His Leu Tyr His Ala Arg Leu Trp Leu His Val Leu Pro Thr Leu 
120 125 130 

cct ggc act ctt tgc ttg agg ate ttc cga tgg gga cca agg agg agg 667 
Pro Gly Thr Leu Cys Leu Arg lie Phe Arg Trp Gly Pro Arg Arg Arg 
135 140 145 150 

cgc caa ggg tec cgc act etc ctg get gag cac cac ate acc aac ctg 715 
Arg Gin Gly Ser Arg Thr Leu Leu Ala Glu His His lie Thr Asn Leu 

155 160 165 

99 c tgg cat acc tta act ctg ccc tct agt ggc ttg agg ggt gag aag 763 
Gly Trp His Thr Leu Thr Leu Pro Ser Ser Gly Leu Arg Gly Glu Lys 

170 175 180 

tct ggt gtc ctg aaa ctg caa eta gac tgc aga ccc eta gaa ggc aac 811 
Ser Gly Val Leu Lys Leu Gin Leu Asp Cys Arg Pro Leu Glu Gly Asn 
185 190 195 

age aca gtt act gga caa ccg agg egg etc ttg gac aca gca gga cac 859 
Ser Thr Val Thr Gly Gin Pro Arg Arg Leu Leu Asp Thr Ala Gly His 
200 205 210 

cag cag ccc ttc eta gag ctt aag ate cga gec aat gag cct gga gca 907 
Gin Gin Pro Phe Leu Glu Leu Lys He Arg Ala Asn Glu Pro Gly Ala 
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215 220 225 230 

ggc egg gec agg agg agg acc ccc acc tgt gag cct gcg acc ccc tta 955 
Gly Arg Ala Arg Arg Arg Thr Pro Thr Cys Glu Pro Ala Thr Pro Leu 

235 240 245 

tgt tgc agg cga gac cat tac gta gac ttc cag gaa ctg gga tgg egg 1003 
Cys Cys Arg Arg Asp His Tyr Val Asp Phe Gin Glu Leu Gly Trp Arg 

250 255 260 

gac tgg ata ctg cag ccc gag ggg tac cag ctg aat tac tgc agt ggg 1051 
Asp Trp lie Leu Gin Pro Glu Gly Tyr Gin Leu Asn Tyr Cys Ser Gly 
265 270 275 

cag tgc cct ccc cac ctg get ggc age cca ggc att get gec tct ttc 1099 
Gin Cys Pro Pro His Leu Ala Gly Ser Pro Gly lie Ala Ala Ser Phe 
280 285 290 

cat tct gee gtc ttc age etc etc aaa gec aac aat cct tgg cct gee 1147 
His Ser Ala Val Phe Ser Leu Leu Lys Ala Asn Asn Pro Trp Pro Ala 
295 300 305 310 

agt acc tec tgt tgt gtc cct act gec cga agg ccc etc tct etc etc 1195 
Ser Thr Ser Cys Cys Val Pro Thr Ala Arg Arg Pro Leu Ser Leu Leu 

315 320 325 

tac ctg gat cat aat ggc aat gtg gtc aag acg gat gtg cca gat atg 1243 
Tyr Leu Asp His Asn Gly Asn Val Val Lys Thr Asp Val Pro Asp Met 

330 335 340 

gtg gtg gag gec tgt ggc tgc age tagcaagagg acctggggct ttggagtgaa 12 97 
Val Val Glu Ala Cys Gly Cys Ser 
345 350 



gagaccaaga 


tgaagtttcc 


caggcacagg 


gcatctgtga 


ctggaggcat 


cagattcctg 


1357 


atccacaccc 


caacccaaca 


accacctggc 


aatatgactc 


acttgacccc 


tatgggaccc 


1417 


aaatgggcac 


tttcttgtct 


gagactctgg 


cttattccag 


gttggctgat 


gtgttgggag 


1477 


atgggtaaag 


cgtttcttct 


aaaggggtct 


acccagaaag 


catgatttcc 


tgccctaagt 


1537 


cctgtgagaa 


gatgtcaggg 


actagggagg 


gagggaggga 


aggcagagaa 


aaattactta 


1597 


gcctctccca 


agatgagaaa 


gtcctcaagt 


gaggggagga 


ggaagcagat 


agatggtcca 


1657 


gcaggcttga 


agcagggtaa 


gcaggctggc 


ccagggtaag 


ggctgttgag 


gtaccttaag 


1717 


ggaaggtcaa 


gagggagatg 


ggcaaggege 


tgagggagga 


tgcttagggg 


acccccagaa 


1777 


acaggagtca 


ggaaaatgag 


gcactaagcc 


taagaagttc 


cctggttttt 


cccaggggac 


1837 


aggacccact 


gggagacaag 


catttatact 


ttctttcttc 


ttttttattt 


ttttgagatc 


1897 


gagtctcget 


ctgtcaccag 


gctggagtgc 


agtgacacga 


tcttggctca 


ctgcaacctc. 


1957 


cgtctcctgg 


gttcaagtga 


ttcttctgcc 


tcagcctccc 


gagcagctgg 


gattacaggc 


2017 


gcccactaat 


ttttgtattc 


ttagtagaaa 


cgaggtttca 


acatgttggc 


caggatggtc 


2077 


tcaatctctt 


gacctcttga 


tccacccgac 


ttggcctccc 


gaagtgatga 


gattataggc 


2137 



* 
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gugagccacc 


gcgcctggct 


LdtdCtLLCt 


taataaaaag gagaaagaaa atcaacaaat 


91 Q7 

£. X 27 / 


gtgagtcata 


aagaagggtt 


agggtgatgg 


tccagagcaa cagttcttca 


agtgtactct 


2257 


gtaggcttct 


gggaggtccc 


ttttcagggg 


tgtccacaaa gtcaaagcta 


ttttcataat 


2317 


aatactaaca 


tgttatttgc 


cttttgaatt 


ctcattatct taaaattgta 


ttgtggagtt 


2377 


ttccagaggc 


cgtgtgacat 


gtgattacat 


catctttctg ac 




2419 



<210> 14 

<211> 350 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Arg Leu Pro Asp Val Gin Leu Trp Leu Val Leu Leu Trp Ala Leu 
15 10 15 



Val Arg Ala Gin Gly Thr Gly Ser Val Cys Pro Ser Cys Gly Gly Ser 

20 25 30 



Lys Leu Ala Pro Gin Ala Glu Arg Ala Leu Val Leu Glu Leu Ala Lys 
35 40 45 



Gin Gin He Leu Asp Gly Leu His Leu Thr Ser Arg Pro Arg He Thr 
50 55 60 



His Pro Pro Pro Gin Ala Ala Leu Thr Arg Ala Leu Arg Arg Leu Gin 
65 70 75 80 



Pro Gly Ser Val Ala Pro Gly Asn Gly Glu Glu Val He Ser Phe Ala 

85 90 95 



Thr Val Thr Asp Ser Thr Ser Ala Tyr Ser Ser Leu Leu Thr Phe His 

100 105 110 



Leu Ser Thr Pro Arg Ser His His Leu Tyr His Ala Arg Leu Trp Leu 
115 120 125 



His Val Leu Pro Thr Leu Pro Gly Thr Leu Cys Leu Arg He Phe Arg 
130 135 140 



Trp Gly Pro Arg Arg Arg Arg Gin Gly Ser Arg Thr Leu Leu Ala Glu 
145 150 155 160 



His His lie Thr Asn Leu Gly Trp His Thr Leu Thr Leu Pro Ser Ser 

165 170 175 
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m v val Leu Lys Leu Gin Leu Asp Cys 
Gly Leu Arg Gly Glu Lys Ser Gly Val Leu l Y 190 

180 185 

t m, Civ Asn Ser Thr Val Thr Gly Gin Pro Arg Arg Leu 
Arg Pro Leu Glu Gly Asn ber 2Q5 

195 200 
M u Asp Thr «. Oly His Gin a. Pro Phe Leu «. Leu Lye lie Ar g 

210 215 

„. Asn Olu Pro Oly M. 01, Ar, Ala « g Ar f Ar g Thr Pro Thr Cys 

225 ^ U 

Olu Pre Ala Thr Pro Leu Cys Cys Ar g Ar g Asp Hi. « g 

245 2bU 

G1 „ Olu Leu Cly Trp Ar g Asp Trp U. Leu «U Pro Glu Gl, Tyr Gin 

260 265 

„i ri, rv. Pro Pro His Leu Ala Gly Ser Pro 
Leu Asn Tyr Cys Ser Gly Gin Cys Pro Pro ^ 

275 280 

01y „e Ala Ala ser Ph. His Ser Ala Val Phe ser Leu « Lys Ala 
290 295 

cor- Thr Ser Cys Cys Val Pro Thr Ala Arg 
Asn Asn Pro Trp Pro Ala Ser Thr Ser cys y 32Q 

305 J1U 

T , tvt tpu Asp His Asn Gly Asn Val Val Lys 
Arg Pro Leu Ser Leu Leu Tyr Leu Asp hi 335 

325 33U 

Thr Asp Val Pro Asp Met Val Val Glu Ala Cys Gly Cys Ser 

340 3 ^ 



